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Anderson: \Ve find much more daY-lo-day variation in tissue culture cells than 
we do in lymphocytes taken straight from people. 

Richard Albertini, Unb;ersityof Vermont: FoJ]o\'Y'ing up on that. you are if you 
are talking about phenotypes of populations. Do you have subpopulations in 
your lymphocyte work? Are you restricting it to peripheral blood lymphocytes 
or to any subpopulation? . 

Anderson: \Ve have done cell sorter work and separated out tissue and blood 
cells. and we'll continue with the subfractionarion of these. But our initial ques­
tion was really how variable are different people, looking at the whole popula­
tion of peripheral lymphocytes. The. answer is that the level of polymorphism is 
about one tenth of what we expected. and other people have found the same 
thing. It takes a little bit of study to find out what the differences are. but the 
identification can be done. There are not so many differences that we can't find 
our way around in these patterns. Also, the levels of posttranslational modifica­
tion is much less inside a cell than au tside, fortunately. 

Paul Selby, Oak Ridge ""alional Labora/ory: I think you are wise to be cautious 
in trying to fjgure out what these differences really mean. \Vhat is the chance 
that many of the differences between people \vould be of consequence as far as 
health risk and not be reflected by any differences in the type of system that you 
are looking at? 

fL.. 

Anderson: This is probably the most sensitive system we've got. \Vith Jim Ncrl. 
we're going through all the mutations that he determines by classical techniques 
to see whether they can all be screened by this method, and the answer so far is 
that they can. Now. there are many mutations that are silent by this technique. 
But there arc many othcrs. of course. where protein just plain disappears. \Ve're 
adding now a third dimension to this system which will solve some of these pro­
blems. 

�R�o�b�.�~�"�>�r�l� Painter, Unh'ersily 0/ California, Sail Francisco: In your estimate. how 
many silent Illutations occur compared to the ones that would move one of these 
pattcrns? 

AndNsorr: Two thirds of them should be silent by this technique, because, on 
the average. those are point mutations. T\vo thirds of single amino-acid 
substitutions would not produce a ch:uge shift th:ll would be visible. Those you 
would not sec. 


