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DISCUSSION OF THE PAPER 

R. TRACY (Mayo Clinic, Rochester, MN): In doing the mixing experiments with 
the hybrid cell lines, you indicated that the proteins that were expressed in the hybrids 
were homologous proteins, the high molecular weight acidic proteins. Is there any way 
to pin that down besides location on the gel? 

N. L. ANDERSON: Yes, one could cut the spots out and do partial proteolytic 
digestions and run the fragments. This is the normal way to do such things, but I'm not 
sure how much conservation you would have between species of that pattern. 

The only rigorous way to do it is to cut the proteins out and do microsequencing to 
show they have the same terminal sequence or else to use antibodies to that protein to 
specifically react to it. In these cases we didn't have either those processes or those 
reagents available. However, you and I both know that you can look at the gels and 
know that those are the same protein. In the case of those two little runs of spots. those 
both happen to be spots for multiply-phosphorylated proteins with several other 
properties that correlate between the two species so it is hinting but not proving that 
they are the same thing. 


